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Table I. Confirmed peroxisomal proteins in Arabidopsis 

Abbreviations: 2, 4-DB, 2,4-dichlorophenoxybutyric acid ; FAs, fatty acids; IBA, indole butyric acid ; JA, jasmonic acid; mPTS, membrane peroxisomal targeting signal; IEM, 
immunogold labeling microscopy; alt, alternative. 

Numbers in brackets indicate references, which are listed at the end of the table. a This protein was confirmed to be peroxisomal by C. Mayer and S. Reumann (unpublished 
data). b This protein was confirmed to be peroxisomal by T. Johnson and L.J. Olsen (unpublished data). 

 

Gene 
locus Acronym Annotation Function PTS Proteomic evidence Method of localization Other 

locations 

At1g01710 ACH2 Acyl-CoA thioesterase Putative auxiliary β-oxidation 
enzyme [1, 2] SKL> Leaves [3, 4] 

Cell cultures [5]   

At1g01820 PEX11c Peroxin 11 c Peroxisome proliferation [6-8] mPTS Leaves [4] 
Cell cultures [5] 

GFP fusion  [6] 
CFP fusion and 
immunodetection in 
purified peroxisomes [7] 

  

At1g03000 PEX6 Peroxin 6 Peroxisome protein import [9-11] -    

At1g04710 KAT1/ 
PKT4 

3-Ketoacyl-CoA thiolase 1/ 
Peroxisomal 3-Ketoacyl-CoA 
thiolase 4 

Core fatty acid β-oxidation [12] RQx5HL Leaves [3, 4] 
Cell cultures [5] GFP fusion [13]   

At1g06290 ACX3 Acyl-CoA oxidase 3 β-oxidation of FAs, IBA and 2,4-DB 
[14-17, 18 ] RAx5HI Leaves [3, 4] 

Cell cultures [5] 
Enzymatic analysis of cell 
fractions [14]   

At1g06310 ACX6 Acyl-CoA oxidase 6 β-oxidation of FAs [reviewed in 19] RAx5HI    

At1g06460 Acd31.2 
Small heat shock protein/ α-
crystallin domain containing protein 
of 31.2 KDa 

Chaperone [20, 21] RLx5HF Leaves [3, 4, 21] EYFP fusion [21]   

At1g19570 DHAR1 Dehydroascorbate reductase 1 Detoxification 
Pathogen defense [22] - Leaves [4] EYFP fusion [4]   

At1g20510 OPCL1 OPC-8:0 ligase 1 JA biosynthesis [23, 24] SKL> Leaves [3, 4] 
Cell cultures [5] 

GFP fusion [23] 
YFP fusion [24]   

At1g20560 AAE1 Acyl-activating enzyme 1 Auxiliary β-oxidation enzyme [25] SKL> Leaves [4] 
Cell cultures [5] EYFP fusion [4]   
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At1g20620 CAT3 Catalase 3 Detoxification [26-29] alt. 
PTS1 

Greening cotyledons [30] 
Etiolated cotyledons [31] 
Leaves [3, 4] 
Cell cultures [5] 

    

At1g20630 CAT1 Catalase 1 Detoxification [26-29] 
Pathogen defense [22] 

alt. 
PTS1 

Leaves [3, 4] 
Cell cultures [5]     

At1g21770 ATF1 Acetyl transferase 1 Metabolism [32] 
Pathogen defense [22] SSI> Leaves [3, 4] EYFP fusion [3]   

At1g23310 GGT1 Glutamate-glyoxylate 
aminotransferase 1 

Photorespiration [33, 34] 
Pathogen defense [22] SKM 

Greening cotyledons [30]
Leaves [3, 4] 
Cell cultures [5] 

GFP fusion [33] 
Immunodetection in cell 
fractions [34] 

  

At1g28320 DEG15 Deg/HtrA protease Cleavage of PTS2-containing 
proteins [35] SKL> Cell cultures [5] GFP fusion [35]   

At1g29260 PEX7 Peroxin 7 Peroxisome matrix protein receptor 
[36, 37] -   Cytosol 

At1g47750 PEX11a Peroxin 11a Peroxisome proliferation [6, 7, 38] mPTS Leaves [4] 
Cell cultures [5] 

GFP fusion [6] 
CFP fusion and 
immunodetection in 
purified peroxisomes [7] 

  

At1g48320 sT1 Small thioesterase 1 
Putative auxiliary β-oxidation 
enzyme 
Pathogen defense [22] 

AKL> Leaves [4] EYFP fusion [4]   

At1g48635  PEX3B Peroxin 3 isoform B Peroxisome assembly [39, 40] -  Immunolocalization [39]   

At1g49670 
BSMDR/ 
ARP/ 
NQR 

Bifunctional short- and medium-
chain dehydrogenase/reductase/ 
NADH:quinone reductase  

Unknown function [41] SRL> Leaves [3, 4] 
Cell cultures [5] GFP fusion [5]   

At1g50510 IndA Indigoidine synthase A Unknown function RIx5HL Leaves [4] 
Cell cultures [5] EYFP fusion [4]   

At1g54340 ICDH/ 
IDHP1 

NADP-dependent isocitrate 
dehydrogenase Unknown function  SRL> 

Etiolated cotyledons [31] 
Leaves [3, 4] 
Cell cultures [5] 

EYFP fusion [3] 
GFP fusion [5]   

At1g55320 AAE18 Acyl-activating enzyme 18 Auxiliary β-oxidation enzyme [25, 
41] SRI>  GFP fusion [41]   

At1g60550 NS/ 
ECHId 

Naphthoate synthase/ 
monofunctional enoyl CoA 
hydratase/isomerase d 

Putative auxiliary β-oxidation 
enzyme 
Pathogen defense [22] 

RLx5HL Leaves [3] EYFP fusion [3]   
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At1g65520 ECI1/ 
ECHIc 

Δ3,Δ2-enoyl CoA isomerase/  
monofunctional enoyl CoA 
hydratase/isomerase c 

Auxiliary β-oxidation enzyme [42] SKL> Leaves [3, 4] 
Cell cultures [5] GFP fusion [5]   

At1g65840 PAO4 Polyamine oxidase 4 Polyamine catabolism  [43] SRM Cell cultures [5] RFP fusion [43]   

At1g68010 HPR1 Hydroxypyruvate reductase 1 Photorespiration [44] 
Pathogen defense [22] SKL> 

Greening cotyledons [30]
Leaves [3, 4] 
Cell cultures [5] 

IEM [44]   

At1g70580 GGT2 Glutamate-glyoxylate 
aminotransferase 2 Photorespiration [33, 34] SRM Greening cotyledons [30]

Leaves [3, 4] 
Immunodetection in cell 
fractions [34]   

At1g76150 ECH2 Monofunctional enoyl-CoA 
hydratase 2 

Auxiliary β-oxidation enzyme [45] 
Pathogen defense [22] SSL> Leaves [3, 4] 

Cell cultures [5] EYFP fusion [45]   

At1g77540 ATF2 Acetyltransferase Metabolism [32] 
Pathogen defense [22] SSI> Leaves [4] EYFP fusion [4]   

At1g79810 PEX2/ 
TED3 Peroxin 2 Peroxisome protein import [40, 46] mPTS  GFP fusion [46] 

EYFP fusion [47]   

At2g06050 OPR3 12-oxophytodienoate reductase 3 JA biosynthesis [48-50] 
Pathogen defense [22] SRL> Leaves [3, 4] 

Cell cultures [5] GFP fusion [23, 51]   

At2g13360 AGT1/ 
SGT 

Alanine-glyoxylate 
aminotransferase/ Serine-glyoxylate 
aminotransferase 

Photorespiration [34] 
Pathogen defense [22] SRI> 

Greening cotyledons [30]
Leaves [3, 4] 
Cell cultures [5] 

In vitro import and 
enzymatic analysis of cell 
fractions [34] 

  

At2g14120 DRP3B/ 
ADL2b 

Dynamin- related protein 3B/ 
Arabidopsis dynamin-like 2b 

Division of peroxisomes and 
mitochondria [52-55] -  GFP fusion [52, 53] 

YFP fusion [55] Mitochondria 

At2g22780 PMDH1 Peroxisomal NAD+-malate 
dehydrogenase 1 FAs metabolism [56] RIx5HL 

Greening cotyledons [30]
Etiolated cotyledons [31] 
Leaves [3, 4] 
Cell cultures [5] 

GFP fusion [56]   

At2g24580 SOX Sarcosine oxidase Branched-chain amino acid 
metabolism [57] -  In vitro import [57]   

At2g26230 Uri Uricase Putative ureide pathway 
Pathogen defense [22] SKL> Leaves [3, 4] 

Cell cultures [5]   

At2g26350 PEX10 Peroxin 10 Peroxisome protein import [40, 58-
61] -  

YFP fusion [47, 59] 
IEM of suspension cultured 
cells and immunodetection 
in cell fractions [60] 

Endoplasmic 
reticulum 

At2g27490 COAE Dephospho-CoA kinase Putative CoA biosynthetic enzyme - Leaves [4] EYFP fusion [4]   
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At2g29590 sT5 Small thioesterase 5 Putative auxiliary β-oxidation 
enzyme SKL> Leaves [4] EYFP fusion [4]   

At2g33150 
KAT2/ 
PED1/ 
PKT3 

3-Ketoacyl-CoA thiolase 2/  
Defective peroxisome 1/  
Peroxisomal 3-Ketoacyl-CoA 
thiolase 3 

β-oxidation of FAs, IBA, 2,4-DB and 
JA [12, 16, 62-65] 
 

RQx5HL 
Etiolated cotyledons [31] 
Leaves [3, 4] 
Cell cultures [5] 

GFP fusion [13]   

At2g35690 ACX5 Acyl-CoA oxidase 5 β-oxidation of FAs and JA [18, 66] AKL> Leaves [3, 4] 
Cell cultures [5]   

At2g39970 PMP36 Peroxisomal membrane protein of 
36 KDa 

Putative mitochondrial substrate 
carrier mPTS Leaves [4] 

Cell cultures [5]   

At2g42490 CuAO Copper amine oxidase Putative polyamine catabolism 
protein SKL> Leaves [4] 

Cell cultures [5] EYFP fusion [4]   

At2g42790 CSY3 Citrate synthase 3 Glyoxylate cycle [67] 
Pathogen defense [22] RAx5HL Leaves [3, 4] 

Cell cultures [5] GFP fusion [67]   

At2g43020 PAO2 Polyamine oxidase 2 Polyamine catabolism  [43] 
Pathogen defense [22] SRL>  RFP fusion [43]   

At2g44490 PEN2/ 
BGLU26 Penetration 2/ β-glucosidase 26 Pathogen defense [68-70] -  GFP fusion [68]  

At2g45690 PEX16/ 
SSE Shrunken seed 1 Peroxisome assembly [71-74] -  GFP fusion [72] Endoplasmic 

reticulum 

At2g45740 PEX11d Peroxin 11d Peroxisome proliferation [6-8] mPTS Leaves [3, 4] 
Cell cultures [5] 

GFP fusion [6] 
CFP fusion and 
immunodetection in 
purified peroxisomes [7] 

  

At3g01910 SO Sulfite oxidase Sulfite metabolism [75, 76] 
Pathogen defense [22] SNL> Leaves [3, 4] 

Cell cultures [5] IEM and GFP fusion [77]   

At3g02360 6PGDH Phosphogluconate dehydrogenase 
Putative auxiliary β-oxidation 
enzyme 
Pathogen defense [22] 

SKI> Leaves [3, 4] 
Cell cultures [5] GFP fusion [5]   

At3g03490 PEX19A Peroxin 19 isoform A Peroxisome assembly [40, 78] -    

At3g04460 PEX12/ 
APM4 

Peroxin 12/  
Aberrant peroxisome morphology 4 

Peroxisome protein import [40, 79, 
80] mPTS  CFP fusion [79] 

GFP fusion [80]   

At3g05290 PNC1 Peroxisomal adenine nucleotide 
carrier 1 

Counter-exchange of ATP with ADP 
or AMP [38, 81] -  RFP fusion [81] 

EYFP fusion [38]   

At3g05970 LACS6 Long-chain acyl-CoA synthetase 6 Core fatty acid β-oxidation [82] RIx5HL Leaves [4] 
Cell cultures [5] GFP fusion [82]   
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At3g06810 IBR3 IBA-response 3/ Acyl-CoA 
dehydrogenase 

IBA and 2,4-DB metabolism [83, 84] 
Pathogen defense [22] SKL> Leaves [4] 

Cell cultures [5]     

At3g06860 MFP2 Fatty acid multifunctional protein 2 
β-oxidation of FAs, IBA and 2,4-DB 
[85-87] 
Pathogen defense [22] 

SRL> Leaves [3, 4] 
Cell cultures [5] 

GFP fusion [88] 
GFP fusion [17]   

At3g07560 
PEX13/ 
APM2/ 
AMC 

Peroxin 13/ Aberrant peroxisome 
morphology 2/ Abstinence by 
mutual consent 

Peroxisome protein import [40, 80] 
Pathogen defense [22] -  GFP fusion [80]   

At3g12800 SDRb/ 
DECR 

Short-chain dehydrogenase/ 
reductase b 

Putative auxiliary β-oxidation 
enzyme 
Pathogen defense [22] 

SKL> Leaves [3, 4] 
Cell cultures [5] 

EYFP fusion [3] 
GFP fusion [5]   

At3g14150 HAOX1 Hydroxy-acid oxidase 1 Putative auxiliary β-oxidation 
enzyme  SML> Leaves [4] EYFP fusiona    

At3g14415 GOX1 Glycolate oxidase 1 Photorespiration PRL> 
Greening cotyledons [30]
Leaves [3, 4] 
Cell cultures [5] 

  

At3g14420 GOX2 Glycolate oxidase 2 Photorespiration ARL 
Greening cotyledons [30]
Leaves [3, 4] 
Cell cultures [5] 

  

At3g15290 HBCDH Hydroxybutyryl-CoA dehydrogenase Putative auxiliary β-oxidation 
enzyme PRL> Leaves [3, 4] 

Cell cultures [5] EYFP fusion [3]   

At3g16910 AAE7/ 
ACN1 Acyl-activating enzyme 7 Import of free acetate for glyoxylate 

cycle [25, 89] SRL> Leaves [4] 
Cell cultures [5] 

Enzymatic analysis of cell 
fractions [89]   

At3g17420 GPK1 Glyoxysomal protein kinase 1 Unknown AKI Etiolated cotyledons [31] Immunodetection in cell 
fractions [31]  

At3g18160 PEX3A Peroxin 3 isoform A Peroxisome assembly [39, 40] -    

At3g21720 ICL Isocitrate lyase Glyoxylate cycle [90, 91] SRM Etiolated cotyledons [31] 

IEM and enzymatic 
analysis of cell fractions 
[90] 
GFP fusion [11] 

  

At3g21865 PEX22 Peroxin 22 Peroxisome protein import and 
degradation [11, 92] -    

At3g27820 MDAR4 Monodehydroascorbate reductase 4 Detoxification [93, 94] mPTS Leaves [4] 
Immunodetection in cell 
fractions and 
immunolocalization  [93] 

Mitochondria
Cytosol 
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At3g47430 PEX11b Peroxin 11b Peroxisome proliferation [6-8, 95] mPTS Leaves [4] 

GFP fusion [6] 
CFP fusion and 
immunodetection in 
purified peroxisomes [7] 

  

At3g48140 B12D1 Senescence-associated protein/ 
B12D-related protein  Unknown function  - Leaves [4] EYFP fusion [4]   

At3g51840 ACX4 Acyl-CoA oxidase 4 β-oxidation of FAs, IBA and 2,4-DB 
[16, 17, 96] SRL> Leaves [3, 4] 

Cell cultures [5]     

At3g52880 MDAR1 Monodehydroascorbate reductase 1 Detoxification [93] 
Pathogen defense [22] AKI> Leaves [3, 4] 

Cell cultures [5] 

Immunodetection in cell 
fractions and 
immunolocalization  [93] 

Mitochondria 
Cytosol 

At3g55640   Ca2+-dependent carrier Putative mitochondrial substrate 
carrier SNL> Cell cultures [97] GFP fusion [98] Mitochondria 

At3g56460 ZnDH Zinc-binding dehydrogenase Putative metabolic enzyme SKL> Leaves [4] 
Cell cultures [5] EYFP fusion [4]   

At3g56490 HIT3 Histidine triad family protein 3 Pathogen defense [99] RVx5HF Leaves [3, 4] 
Cell cultures [5] EYFP fusion [4]   

At3g57090 FIS1A Fission 1 isoform A Division of peroxisomes and 
mitochondria [8, 55, 100] -  YFP fusion [55, 100] Mitochondria 

At3g58750 CSY2 Citrate synthase 2 Glyoxylate cycle [67] 
Pathogen defense [22] RLx5HL Leaves [4] 

Cell cultures [5] GFP fusion [67]   

At3g59050 PAO3 Polyamine oxidase 3 Polyamine catabolism  [43, 101] SRM   RFP fusion [43] 
GFP fusion [101]   

At3g61070 PEX11e Peroxin 11e Peroxisome proliferation [6-8] mPTS Leaves [4] 
Cell cultures [5] 

GFP fusion [6] 
CFP fusion and 
immunodetection in 
purified peroxisomes [7] 

  

At3g61200 sT3 Small thioesterase 3 Putative auxiliary β-oxidation 
enzyme SKL> Etiolated cotyledons [31] 

Leaves [4] EYFP fusion [4]   

At4g02340 EH3 Epoxide hydrolase 3 Putative auxiliary β-oxidation 
enzyme ASL> Leaves [3, 4] 

Cell cultures [5] EYFP fusion [3]   

At4g04320 MCD Malonyl-CoA decarboxylase Putative auxiliary β-oxidation 
enzyme SRL> Leaves [4] 

Cell cultures [5] 
GFP fusion [98] 
EYFP fusion [4] Mitochondria 
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At4g04470 PMP22 Peroxisomal membrane protein of 
22 kDa Unknown function [102, 103] mPTS Cell cultures [5] 

Immunodetection in cell 
fractions and in vitro import 
[102] 
Immunolocalization [103] 

 

At4g05160 4CLP1 4-coumarate:CoA ligase 1 JA biosynthesis [24, 104] 
Pathogen defense [22] SKM> Leaves [3, 4] 

Cell cultures [5] YFP fusion [104]   

At4g05530 SDRa/ 
IBR1 

Short-chain 
dehydrogenase/reductase a/ Indole-
3-butyric acid response 1 

IBA and 2,4-DB metabolism [41, 84]
Pathogen defense [22] SRL> Leaves [3, 4] 

Cell cultures [5] 
EYFP fusion [3] 
GFP fusion [5, 41]   

At4g09320 NDPK1 Nucleoside diphosphate kinase type 
1  Pathogen defense [22] - Leaves [4] EYFP fusion [4] Nucleus 

Cytosol 

At4g12800 PEX17/ 
PUP7 Peroxin 17/ Purine permease 7 Peroxisome protein import -    

At4g14430 
ECI2/ 
ECHIb/ 
IBR10 

Δ3,Δ2-enoyl CoA isomerase/  
monofunctional enoyl CoA 
hydratase/isomerase b/ Carnitine 
racemase 

β-oxidation of FAs and IBA [42, 84] PKL> Leaves [3, 4] EYFP fusion [3] 
GFP fusion [5]   

At4g16210 ECHIa 
Monofunctional enoyl-CoA 
hydratase/ isomerase a/ Carnitine 
racemase 

Putative auxiliary β-oxidation 
enzyme 
Pathogen defense [22] 

SKL> Leaves [3, 4] 
Cell cultures [5] 

EYFP fusion [3] 
GFP fusion [5]   

At4g16566  HIT1/ 
NBP 

Histidine triad family protein 1/ 
Nucleotide-binding protein Unknown function [105] SKV> Leaves [3, 4] EYFP fusion [4]   

At4g16760 ACX1 Acyl-CoA oxidase 1 β-oxidation of FAs and JA [18, 63, 
66, 106, 107] ARL> Leaves [4] 

Cell cultures [5]     

At4g29010 AIM1 Abnormal inflorescence meristem 1 β-oxidation of FAs, IBA, 2,4-DB and 
JA [10, 85] SKL> Leaves [4] 

Cell cultures [5]     

At4g33650 DRP3A/ 
ADL2a 

Dynamin- related protein 3A/ 
Arabidopsis dynamin-like 2a 

Peroxisome and mitochondrial 
division [38, 53-55, 108] -  GFP fusion [53, 108]  

Immunolocalization [8] Mitochondria 

At4g35000 APX3 Ascorbate peroxidase 3 Detoxification [109, 110] mPTS 

Greening cotyledons [30]
Etiolated cotyledons [31] 
Leaves [3, 4] 
Cell cultures [5] 

Immunolocalization,  
immunodetection in cell 
fractions and IEM [109] 

Endoplasmic 
reticulum 

At4g35090 CAT2 Catalase 2 Detoxification [26-29] alt. 
PTS1 

Greening cotyledons [30]
Leaves [3, 4] 
Cell cultures [5] 
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At4g39660 AGT2 Alanine: glyoxylate 
aminotransferase 2 Unknown function [34] SRL>  GFP fusion [98] Mitochondria 

At4g39850 
PXA1/ 
CTS/  
PED3 

Peroxisomal ABC trasnporter 1/ 
Comatose/ Peroxisome defective 3 

Transport of β-oxidation substrates 
[111-115] mPTS Leaves [4] 

Cell cultures [5] 
Immunodetection in cell 
fractions [112]   

At5g03860 MLS Malate synthase Glyoxylate cycle [90, 116] SRL> Etiolated cotyledons [31] 
IEM and enzymatic 
analysis of cell fractions 
[90] 

  

At5g04870 CPK1 Calcium dependent protein kinase 1 Calcium signaling [117] -  GFP fusion [117]  
At5g08470 PEX1 Peroxin 1 Peroxisome protein import [40, 118] -    

At5g09660 PMDH2 Peroxisomal NAD+-malate 
dehydrogenase 2 NADH reoxidation [56] RIx5HL Leaves [3, 4] 

Cell cultures [5] GFP fusion [56]   

At5g11520 ASP3 Aspartate aminotransferase Photorespiration [119, 120] 
Pathogen defense [22] RIx5HL 

Greening cotyledons [30]
Leaves [3, 4] 
Cell cultures [5] 

GFP fusion [5]  Chloroplast 

At5g11910 ELT1 Esterase/ lipase/ thioesterase family 
1 

Putative auxiliary β-oxidation 
enzyme SRI> Leaves [4] EYFP fusion [4]   

At5g12390 FIS1B Fission 1 isoform B Division of peroxisomes and 
mitochondria [8, 55, 100] -  Immunolocalization [8] 

YFP fusion [55, 100] Mitochondria 

At5g17550 PEX19B Peroxin 19 isoform B Peroxisome assembly [40, 78] -    

At5g18100 CSD3 Copper/zinc superoxide dismutase 
3 

Detoxification [121] 
Pathogen defense [22] AKL> Leaves [3, 4] 

Cell cultures [5]     

At5g24400 6PGL 6-Phosphogluconolactonase Unknown function  SKL> Leaves [3] EYFP fusion [3]   

At5g25760 PEX4 Peroxin 4 Peroxisome protein import  and 
degradation [11, 40, 92] -    

At5g27520 PNC2 Peroxisomal adenine nucleotide 
carrier 2 

Counter-exchange of ATP with ADP 
or AMP [38, 81] - Leaves [3] 

Cell cultures [5] 

RFP fusion [81] 
GFP fusion [5] 
EYFP fusion [38] 

  

At5g27600 LACS7 Long-chain acyl-CoA synthetase 7 Core fatty acid β-oxidation [82] SKL> Leaves [3, 4] 
Cell cultures [5] GFP fusion [122]   

At5g37670 Hsp15.7 Heat shock protein similar to 17.6 
kDa class I Chaperone [21] SKL>  EYFP fusion [21]   

At5g41210 GSTT1 Glutathione S-transferase θ isoform 
1 

Detoxification [123]  
Pathogen defense [22] SKI> Leaves [3, 4] 

Cell cultures [5] 
EYFP fusion [3] 
GFP fusion [123]   

At5g41220 GSTT3 Glutathione S-transferase θ isoform 
3 Detoxification [123] SKM>  GFP fusion [123] Nucleus 
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At5g41240 GSTT2 Glutathione S-transferase θ isoform 
2 Detoxification [123] SKM>  GFP fusion [123]   

At5g42890 SCP-2 Sterol carrier protein 2 Transfer of lipids between 
membranes [124, 125] SKL> Leaves [3, 4] 

Cell cultures [5] GFP fusion [124]   

At5g43280 DCI1 Δ3,5- Δ2,4-enoyl-CoA-isomerase Auxiliary β-oxidation enzyme [126] 
Pathogen defense [22] AKL> Leaves [3, 4] 

Cell cultures [5] EYFP fusion [126]   

At5g44250 UP5 Unknown protein Unknown function SRL> Leaves [4] EYFP fusion [4]   

At5g47040 Lon2 Lon protease homolog 2 Unknown function SKL> Leaves [4] GFP fusion [127] 
in vitro importb   

At5g47720 ACAT1.3 Acetoacetyl-CoA thiolase 1.3 Isoprenoid mevalonic acid pathway 
[13] -  GFP fusion [13]   

At5g48545  HIT2 Histidine triad family protein 2 Unknown function RLx5HL Leaves [4] EYFP fusion [4]   

At5g48880 KAT5/ 
PKT2 

3-Ketoacyl-CoA thiolase 5/ 
Peroxisomal 3-Ketoacyl-CoA 
thiolase 2 

β-oxidation of FAs and JA [12, 63] RQx5HL Leaves [3, 4] GFP fusion [13]   

At5g56290 PEX5 Peroxin 5 Peroxisome matrix protein receptor 
[11, 36, 37] -   Cytosol 

At5g58220 TLP Transthyretin-like protein Putative ureide pathway 
Brassinolide signaling RLx5HL Leaves [3, 4] 

Cell cultures [5] 

GFP fusion and 
immunodetection in cell 
fractions [128] 
EYFP fusion [3] 

Plasma 
membrane 

At5g62810 PEX14/ 
PED2 Peroxin 14/ Peroxisome defective 2 Peroxisome protein import [129, 

130] - Leaves [3, 4] 
Cell cultures [5] 

Immunodetection in cell 
fractions [129]   

At5g63380 4CLP2 4-coumarate:CoA ligase 2 JA biosynthesis [24, 104] SKL> Leaves [4] YFP fusion [104]   

At5g65110 ACX2 Acyl-CoA oxidase 2 Core fatty acid β-oxidation [18, 106] RIx5HL Leaves [4] 
Cell cultures [5]     

At5g65400 UP7 Unknown protein Unknown function SLM> Leaves [4] EYFP fusion [4]   

At5g65940 CHY1 3-hydroxyisobutyryl-CoA hydrolase Branched-chain amino acid 
metabolism [131, 132]  AKL> Leaves [4] 

Cell cultures [5]     
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